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Attorned Docket No.: 06501-102US1 



IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 



Applicant 
Serial No. 
Filed 
Title 



Toshio Kitamura et al. 
10/092,925 
March 6, 2002 
TSG-LUCE GENE 



Art Unit 
Examiner 



1645 

Unknown 



P&7 



Attention: Official Draftsman 
Commissioner for Patents 
Washington, D.C. 20231 



TRANSMITTAL OF FORMAL DRAWINGS 

Please substitute the enclosed sheet of the formal drawing for the corresponding drawing 
presently in the application. 

Please apply any charges or credits to Deposit Account No. 06-1050. 
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Fish & Richardson P.C. 

225 Franklin Street 

Boston, Massachusetts 02110-2804 

Telephone: (617) 542-5070 

Facsimile: (617) 542-8906 

20447684.doc 



Respectfully submitted, 




lanis K. Fraser, Ph.D./J.D 
Reg. No. 34,819 





CERTIFICATE OF MAILING BY FIRST CLASS MAIL 

I hereby certify under 37 CFR § 1.8(a) that this correspondence is being 
deposited with the United States Postal Service as first class mail with 
sufficient postage on the date indicated below and is addressed to the 
Commissioner/or Patents, Washington, D.C. 20231. 
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Typed or Printed Name of Person Signing Certificate 



A ANo.: 10/092,925 F^1of1 
» ApPftnt(s): Toshio Kitamura et al. 

TSG-LIKE GENE 

1st Amino Acid Sequence ' ""**'"* 

File Name : clone 106. full: seq. protein 

Sequence Size : 222 
2nd Amino Acid Sequence 

File Name : TSG. protein 

Sequence Size : 249 >.y 

[33.3% / 216 aa] • •• 

1 ' MKSHYI vlalasltfllclpvsqscnkalcasdvskcliqelcqcrpgegncpcx:kecm 

*. * *. ...**...*.* ****** . ***. . . *. ***. *. 

1* MQLLCYFVILFVGIAPWSSlJ\NDDGCNEWCX;SVVSKCLITQSCQaaj©^ 

60' LCLGALWDE(XDCVGMCM , RWSDTPPTSKSTVEE1J1EPIPSU ? RALTEGDTQLNWNIVS 

***. *. ***.*..** . . . . *. . * *.*,**.**..*.. m + t m . m 

59* NCLGELYIECXXJCLDMCPKHKDVLPSLTPRSEIGDI-EGVPELFDTLTAEDDE-GWSTIR 

120' FPVAEELSHHENLVSFl^TVNQLHHQNVSVPSNNVHAPFPSDKEI^amFDDCMSIHQ 

* * • • *. . ***. *..*.. 

1 17 FSMRAGFKQR — V QGGASGDAGNGNGNGNAGSAGVTLCTVIYVNSCIRANK 

180' CKI SCESMGASKYRWFHNACCECIGPECIDYGSKTVKCMNCMF 

166* CRQCXESMGASSYRWFHDGCCECVGENC^ 



FIG. 1 



